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AX354891 
Sequence 1 
AX354891 
AX354891.1 



623 bp 
from Patent WO0192303. 

GI:18619594 



DNA 



linear 



PAT 06-FEB-2002 



REFERENCE 
AUTHORS 

TITLE 
JOURNAL 

FEATURES 

source 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; 
1 

Benjamin, C.W. , Roberds,S.L. , Karnovsky, A.M. , Ruble ,C 
Gotow,L.F. 
Human ion channels 

Patent: WO 0192303-A 1 06-DEC-2001; 
PHARMACIA & UPJOHN COMPANY (US) 
Location/Qualif iers 
1. .623 

/organism="Homo sapiens" 

/mol__type= "genomic DNA" 

/db_xref = M taxon: 9606" 
BASE COUNT 201 a 140 c 98 g 184 t 

ORIGIN 

1 atccatatac catataagtg gccatttcat tttgccttct tccaccaaat 
61 tcaaccattg ccatgagcca ctgtaggcct accgtctaca aacaaacaag 
121 aaacacttca taatcccatt tgataaattt cccagcaaag agatgcttac 
181 tgcaagtggc tcatattcgc aaagtctgga gatattattc aggtagtgtg 
241 cccagcgatt ccagcacatt ctccttccca tgatctgctt agtttgcaaa 
301 ccataggtta gagatttgta tttcacagta caacaatgtt atggaggtca 
361 gattgagcat ttcagcacag tcacgcatca ctgaatgaca gggatacgtt 
421 catccatagg caatttcatc attttgcaaa cgtcagagaa aatattacaa 
481 tgtacagcct accacgttta ggttatatgg tataacctct ctctcctagg 
541 gtgtactaca ctactatact gaatactgca ggcaataaga acacagtggt 
601 gtatgtaaac atacttaaac ata 

// 



Euteleostomi; 
Homo . 

. L . and 



cttagcaacc 
tatcatttga 
tttaactcta 
agaaaatctt 
catattcagg 
ttgaaactta 
ctaacatatg 
acacctagtt 
ctacaaacct 
aagagtttat 
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Rfl5=l Q53530926-0 1 2~060-5027 



http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 




results of 



BLASTX 2.2.6 [Apr-09-2003] 



Reference ; 

"Gapped BLAS?'and pIx^SaIt: f ne^ge^aSon^f " ^ (1 " 7) ' 

programs », Nucleic Acids R es . 25^33 89-^5" Protein database search 

RID: 1053530926-012060-5027 
Query= 

(623 letters) 



AU non - red ^dant GenBank CDS 
translations+PDB+SwissProt+PiR+PRp 

1,436,082 sequences; 461,603,290 total letters 

pl f eL°e 2£/£ K^^"""" the results of thi 



s search 



Taxonomy reports 




33 3.1 



Sequences producing significant alignments • Score E 

. , . * (bits) Value 

Alignments 

>2jJ 114 93456 | qb 1 AAG35502 . l | a^on, -, „ 34 pR02s „ .„ 

Length = 7i" ~ p R02532 [Homo sapiens] 

^^•r. 33 - 1 MtS (74) ' Ex P e " = 3.1 
Identities = 13/17 £ 

Frame = -3 7 (?6%) ' Posit ives = 13/17 (76%) 

Query: 621 CLSMFTYINSYHCVLIA 571 

CL MF Y NSYHCV 1A 
Sbjct: 43 CLDMFRYTNSYHCVTIA 59 

trt^tt ■ M1 non - red undant GenBank CDS 
translations + PDB + SwissProt + PiR + PR F 

Posted date: May 21, 2003 1:35 AM 
Number of letters in database: 46? 60^3 290 
Number of sequences in database: 1 435 082 
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RH> 1053530268-026904-27289, 



http://www.ncbi.nl^^nih.gov^last/BIast.cgl 



NCBI 



ill,:;' 



results of 



BLASTN 2.2.6 [Apr-09-2003] 



Reference: 

^andro A. Schaffer, 
"Gapped BLAS?'anrSIi bSI^. a new^n"' and Da Y id J " Li P man ("97), 
programs", Nucleic Icic les Ts Jts Itl^ database s ^ch 

RID: 1053530268-026904-27289 



Query= 



(623 letters) 



1.766,999 sequences; 8,277,202,449 total letters 

Taxonomy reports 



p/V/4 



Distribution nf 1 1/; Blast Hit, nn th» n„^ y c^, 

Mouse-over to"show dpfiTrTTT3~ 
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Sequences producing significant alignments: 





25815516 


9b 


AC019340 


.6 




22138720 




AC127701 


2 


9 1 


22002241 


9b 


AC110072 


3 



Homo sapiens BAC clone RPli-7i 5L 
Homo sapiens BAC clone RP11-79F1* 
Homo sapiens BAC clone RPll-i8Cl' 



Score e 
(bits) Value 

1235 0.0 
1235 0.0 
1084 0.0 
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RID=1 053530268-026904-27289, 



ai 



21 



91 



2326826llgb|AC1297B2 . 7 



22830260 | qb \ AC13 34B.'TT l 
4753^btj [gi3|AC006352~T 



29570354 



gi |27901832 
9i 



29171396 



13518279 



gi|28933522|qh 



gi 29501021 



gi|27261502 
21 



21 



gi 19745004 
gjj 16604077 



AC140873 . 



AC138916. 



AC138869.2 



AC018696.^ 
2 



Homo sapiens BAC clone RPll-2807 
Homo sapiens chromosome 16 clone' 
Homo sapiens PAC clone RP5-1044J9* 
Homo sapiens chromosome 16 clone* 
Homo sapiens chromosome 16 clone* 
Homo sapiens chromosome 16 clone* 
Homo sapiens chromosome 16 clone" 
Homo sapiens BAC clone RP11-5 75H* 
Homo sapiens chromosome 16 clone' 



26023 960 | gb AC1368 77 ? 



AC127536.5 



AC092342 .3 



.29029247 ob 



29294003 | qb An a n q qq 



22213392 



28261473 l ab flrn77 C1 



gi|29171366 



AC138807.2 



gi|28261563 qh_ ar-| ^ fl7ni 



13130719 qb" ACT 97^af 



29171367 qb AHinyo'^ 



AC103582.17 



AC136613 .3 



762252 0 I gb I ACQ 078 82 . -j 



6693583 | qb 



gi|22202841 
Si ' 



gi I 29469645 I qh 



gi [28564355 

gi ' 



gi 



gi 



18097282 



— — — ™„ OCVi ucu^e iro. 

Homo sapiens chromosome 16 clone 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome is, clon' 
Homo sapiens chromosome 16 clon*" 
«omo sapiens BAC clone RP11-215p" 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 16 clone ' ' 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 17 do" 
Homo sapiens chromosome 22 "clon" 
Homo sapiens chromosome 15, clon" 
Homo sapiens BAC clone RPll-i 3 6o" 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 16 clone" 
Homo sapiens chromosome 16 clone * ' 
Homo sapiens chromosome 16 clone"' 
Homo sapiens BAC clone RPH-499D5 " ' 
Homo sapiens chromosome 16 clone ' ' " 
Homo sapiens genomic DNA, chrom'" 
Homo sapiens genomic DNA, chrom.' .' .' 
Homo sapiens chromosome 7 clone 
Homo sapiens BAC clone RPll-i36o"' 
Homo sapiens BAC clone RP11-i 42 n" ' 
Human DNA sequence from clone r" ' 
Homo sapiens BAC clone CTD-2593n" ' 
Homo sapiens BAC clone RPll-1390'" 
u Human DNA sequence- from clone r" ' 
475l^ qblArnn^^ %' ^4^°- 1 S T enS BAC Cl ° ne Rp H-548K.' .' .' 



2k 



21257127]]^^ 



AP0Q5901 .2 I 



AC142121.2 
AC129779.2 



gs|AC138789.f 



18614049 



gil22002240 |qhlan^- fn ^ ,m.7TV sequence trom clone ... 829 

2^IIl082£^ «2 SapiensBAC clone RP11-667F... Iff 

4^^^ chromosome 16 clone. . . fg 

^^763]^ chromosome 1... 

qi lJcFT^^l^Th^~~ Human DNA flft mi M « -~ 



gi I 1401Q935 
ai_|l3751453 



21 



21 



21 



21 



21 



21 



2195487' 



18449613 



11121083 



21728162 



24110956 



20128363 



17386235 



16943998 



11323376 



1132337 1 
4156209 



8272457 



21 



211 



2388554 



2^ 



Cfb 



emb 



AC110717.ll 
AC073358.14 



din 



3k 



sk 



3k 



AL391840.6 



AP005209. 3 



AC034195 . 7 



AC105108 .4 



AC008934 . 5 



emb|AL356073 . 15 | 



3k 



3k 



sk 



3k 



^^tai^^ SE SSI S:SL D1 ; ; ; ^ 



AC023478.5 



AC018492 . 6 



AC004816. 1 



AF131215.1 



AC002528 . 1 



Homo sapiens 12 BAC RP11-474P2 
Homo sapiens 3 BAC RP11-419H8 {"' 
Homo sapiens 3 BAC RP11-501M7 
Human DNA sequence from clone R 
Homo sapiens genomic DNA, chrom"* 
Homo sapiens chromosome 3 clone ' * * 
Homo sapiens chromosome 8/ clone"* 
Homo sapiens chromosome 5 clone ' " * 
fl7n ,^f DNA sequence from clone .* ' * 
|§£i|i|| Homo sapiens chromosome ! 

u m ° Sa ? i6ns ch ^mosome . . . 
AC004816 Homo sapiens PAC clone rp. . . 



http://www.ncbi.nlmnih.gov/bIast/Blast 



cgi 



-§^^0^^ cnrom °some 16 clone... 

SACi3i«0f^ Human DNA sequence f ro. . . 



I^JAL592492^I Human DNA%f. , RP11 ' 139 0... 829 

ibA5l275iT^^u.^ m !?_? NA se ^nce from clone ... ojq 



l^^—l^ Homo sap le ns BAC clone R. . . ~H 



^^390205^7r^^ DNa J^ 16118 * A ° Cl ° ne R - • ■ ~™ 
^AC^fiTIoT 1 ^™. D ? A se ^ence from clone ... ^ 



^£111215 Homo sapiens chromosome 8 
AC002528 Human BAC clone GS1-542D1 



1037 
1029 
1029 
1013 
1013 
1013 
1013 
1 013 
942 
926 
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922 
922 



922 
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0 , 
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0.0 
0.0 
0.0 



0 

0 

0 

0 

0 

0 

0. 

0, 
0. 
0. 
0. 
0. 
0.0 
0.0 



.0 
.0 
.0 
. 0 

.0 
, 0 
0 
0 
0 
0 
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0 



.0 

.0 
.0 
.0 
.0 

. o ... 

. 0 
.0 
.0 



64 
62 
60 
60 
60 
_60 
_60 
60 
60 
60 
60 
58 



0, 
0, 
0. 
0. 
0, 
0 . 
0. 
0. 
0. 
0.0 
0.0 
0.0 
0.0 
0.0 
2e-ll 
3e-10 
7e-08 
7e-08 
3e-07 
3e-07 
3e-07 
3e-07 
le-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 
4e-06 1 
2e-05 
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21 



21 



19774315 



18997372 



17047144 



21 



£1 



gi 



21 



13397792 



2b 



5k 



AC107295.4 



AC079070.6 



emb 



AC090226.3 



AL109628.5 



Homo sapiens 3 BAC RP11-1E5 (Ros 
Homo sapiens chromosome 18, clon* 
Homo sapiens chromosome 18, clon' 
CN|0180T Human chromosome 14 DNA. 



21 



21 20127999 



21 



21 



21 



21 



27261610 



26348018 



17737018 



2k 



3* 



2k 



AC103895.3 



AC135075.5 



AF129408.4 



gS|AC073583 .10 ] 



3659406 [gb |AcnnR7n 4 -jj 
19852144 1 '" L 



2_i 



21 



gi 



19747179 



18921230 



2j- 15638764 



18034740 



15668073 



21 



21 



21 



2i 
21 



21 



15290355 



2k 



5k 



2k 



2k 



5k 



7159777 |emb 



7717362 |emb 



Homo sapiens genomic DNA, chrom' 
Homo sapiens genomic DNA, chrom.' 
Papio anubis clone RP41-3 97E13 
Homo sapiens chromosome 8, cloAe* 
Homo sapiens chromosome 21 clone' 
Homo sapiens Xp BAC RP11-483M24 " 
Homo sapiens X BAC GSHB-227L7 (Ge " 
Homo sapiens chromosome 8 clone"* 
Homo sapiens chromosome s' clone*" 
Homo sapiens 3q BAC RP11-142C12 
Homo sapiens BAC clone RP11-122A* * 
Homo sapiens, clone RP11-1H15 c" 
Homo sapiens chromosome l clone " ' 

^327737it|HsS^ chromosome 5 clone 

rr— ^JiiliiSDj^iJJO Human DNA sequence fro.. 



9s|AC105225.j; 



AC114277 . 2 



AC083803 . 8 



AC096557. 1 
AC0TT092T4 



AC096636. 1 



AC022113 .6 



21 



2*_ 
21 



21 



2li 

21 



— ^^2 7FT|Hi^T^T^u sequence fr 

0^26833T[i^]A^ H ° m ° sa P^ns chromosome . . 

81768961^1^04^^ * Uman chromosome 14 DNA.. 

t^— u 1 ^a/J.JICNS0000T Human chromosome 14 DNA 



13445448 



14787305 



15384823 



13324813 



8748916 



3046306 



4508124 



5649375 



emb 



emb 



emb 



I ■ . " [ -L1U.LLIO.U 

gb|AC015599.5|AC01RgQO 



3k 



3k 



3k 



^§1131411 „ Huma n DNA sequence from clone 
AL590639T9T Human DNA sequence from clone R .' .' 

AC0069q! » sapiens chromosome . . 
fgffffi Homo sapiens BAC clone RP. . . 

Homo sapiens BAC clone CT. . . 
||M|||5 Homo sapiens BAC clone RP. . . 
AC007253 Homo sapiens BAC clone RP. . . 



AC006994.4 



AC004549. 1 



AC006465.2 



gb|AC007253.2 



Alignments 



Get selected sequences 



Select all Deselect all 



http://www.ncbi.nlmnih.gov/blast/Blast. 



cgi 



16151426T imb m.iq^it. «T H^^ n " cnr °mosome 14 DNA. . . 5 8 

28189493 [dbj fAWo 2387 a I I ~ m sapiens BAC clone rp. . ~js 
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7e-05 

7e-05 
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7e-05 
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Strand = Plus / Minus 
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RJD= 1 05353Q268-026904-27289, 



http://www.ncbi.nlm.nih.g0v/blast/Blast.1 



Query: 241 -cagcgattccagcacattctcc^ 3oq 



Sbjct: 82107 

:cagg 82048 

Query, 30! C f | f»ffff^«9f«^ 360 



—juu.- oi 3 » , gactgagcatttcagcacagtcacgcatiactaaatAs^^l/1'J.iiI'i '''MM 



ou.:-^ „ 1 1 1 11 1 I i I I I I | | | | | | | | | | | | | | | | | I | | | | | | | | | | | | T n i i T i i i 77777777? " u 

-j-. gact g agcatttcagcaca g tcac g catcact g aatgaca g ggatac g ttctaacatatg 8!9 28 

0l " ry! 421 T?'???"ff°t?""jyfTfnt?????ff?[?? a9aaMtactacaa,caoct * 9tt »o 

Sbjct, .„„ "tcc,ta g g=aatttcatc,t tt t 3 c,iic g UIgl g lliiUiU=liiili c ii g ^ 81868 
Query: 4.1 540 
»:.t, .!.<, t g ta=a g cctac=a= g ttta gg ttat,tg g iiill c iii^iilcii g gi c ii]iiiii s a8 0 8 
Query, 54! g t g t •««•«««« .ct g ,,ta ? t g ca g gc a.taa g aa=aca g tg g t,,gagtttat 600 



1 1 1 1 1 I j 1 1 1 1 I I 1 1 I 1 1 1 1 1 1 I I I 1 I I I 1 — — ill. — ' """j^aa^c 

Sbjct, aia„ 7 g t g t,ctacactactatact g aat.ctgc, gg iiitii g iiiliili^l iag, g tttai .„„ 
Query: 601 gtatgtaaacatacttaaacata 623 
Sbjct: 81747 gtatgtaaacatacttaaaca t a 81725 

Score =1235 bits (623), Expect = o.O 

Identities = 623/623 (100%) 

Strand = Plus / Plus 

Qu " i " 1 mnmmmmiii i ii immmfum""'"""""^"" « 

Sb:ct, M11 "ccatat«cc,t,t.a g tggcc,tttilittigictcit;ccicc]iilc 1 !ti g iil] c 5470 
Query, 61 fifffiffij^j^ i2o 
Sb 3 ct, 54,! t--ca t t g ccat g , g cc,ct g t,g g ccti=c g titIiiiiilli c |^UIilll^| 5530 

cttcata,tcccattt g ,t,a.tttccc,gcaaaga g atgcttac«t..ctcia 5590 

Query, lal tgc.ag f^^ a «»^ca,, g tctg g a g ,t,ttattca gg t,gtgt g a g .,.atctt 240 
Bb^ct, 5591 t9c.a g t gg ctcat,ttc g ca,, gt ctg g igItiU]ticl gg iigt g i g l g liii t iii 5650 
Query, 2 41 ^ a f^««9««ttctcc«^ 300 
Sb 3 ct, 565l "cagcgattccagcacattctccttcc^tilictgcltlittigilaiiiiltccigg 5,10 



Rn?=105353a268-026904-27289 ) 



http://www.ncbi.nIm.nih.gov^last/Blast.cgl 



421 nmm if i iini u i mi if?m???y? a ?T?T???f?rf— «o 

l,^J.JL±lJ_i, l, '' r, '' f '''M/IMMMIMMIIIMIf(iriiririijfiiiii < 

-aL^uaLdygcaacttcatcattttacaaarnfp a « a ^' 1 1 ' I ' ' 1 1 1 1 ' 1 ' 11 1 ' I I I I 



Shi rt- . i;doi 

^du^^audygcaacctcat 

^ ws^ayayiiaaacattacaaacacctagtt 5890 

Cuery: 481 iffiiin i " 1 1 1 1 1 " i?i i m i n iffrrf????^^'""" 9 ^'-"'"' 

Sb 3 ct: 5S 9l t g t, C a g ccta=c.c 9 ttt, ggtt .tat 99 iiU^i^iiaUiU g9 iiliii|iil 5,50 

0uerY ' 541 1 1 1 1 1 1 J? TTrfTTfTTT T\ f T Tm ffi a ??r?n aa ?r" a9t39t ^"» «• 

S951 9 t 9 tactacactact,tact 9 aat.ct 9 c. 99 iiiiII 9 Ii|i^lllllllll Mill 6010 

Query: 601 gtatgtaaacatacttaaacata 623 
Sbjct: SOU gtatgtaaacatacttaaacata 6033 

D>2 ^m*m^ *« - -o- RP11 - 79F18 from ^ complete 

Score = 1235 bits (623), Expect = o.O 
Identities = 623/623 (100%) 
Strand = Plus / Plus 

0u " y " 1 TTT?TTTTT?TTfTT?T?T1TTTT?M??fTTr???fr ctte °* c = M - t< ='= t '««=~=«= «» 

Sb 3 c t! 91664 •t«at,t,cc,tata, gtg9cc atiUIUii g UUi^iiliiiiii|lil^lili »„, 



° u " i " 121 mimm iff im TTf m?m mMn?? a ?? a ?t? a9 " 9C "*««»'<-" «• 

Sb 3 ct: 9 1784 aaacacttcataatcccattt 9 ataaatttcUa g caaa g i g I| g itUittUl<!t«a 9 184 3 

*«y. »i ffrtt 1 1 1 1 1 1 iii a Mrff??in?f?????fn «. 

Sb,ct, ,l M « '9=.a gtg9 ctc.tat t c 9 c,,. 9t cU^iiUiiiia] gg lii;i|l InilNIII 



S 9 a "«*9<=»«ttct c cttccc,t g .tct g ctt, g ttt g ca.acai,;til gg 91963 
*«*. 301 "«^«a 9 , 9 attt gt att t c.c, gt aca.caa egtt , t99 a g9t<! , tt9aaa<:ttil 360 



*H>=105353Q268-026904-27289, — 

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 
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Sbi«: »,„ c^t^t^it^iiii^^^HM^IM^^ 92023 



Sb3C ' ! 92024 ^^'"^^^^i^^t^,.,, ,2,., 
Query, m ^^ttt^ttt^^^,,.^ 



S>i~, S 20S< catccataggcaatttcatcattttgcaaacgt^ 

Ouerv: 4fii 

^ -~ 32222212^ ;;; o3 

QUery " f iffT I M???r??r^????f^^??f???ff--acaca gtggtaagagtttat 6Q0 



SbjCt! 92204 ~--actatac^^^ ^ 

Query: SO i ^f^aaacatacttaaacata 623 
Sbjct: 92264 



gtatgtaaacatacttaaacat 



a 92286 



Identities = 573/618 (92%) 
Strand = Plus / Plus 



6 003S ccatataccatataagtggccatttclttt^ULittiilil]]]^,!!^^]]^ ^ 

:tcccatttgataaatttcccagcaaaqaa a tono t liJ.iii li.i'l J 1 



cttgataaatttcccagc, a ,g a g, tgcctactt ^ a NIIH 

»»» ca,g t gg Ctcst , ttcacg n t nii t iiiin,,n 1141m m m uiiijn ^ 
*>«.. eo3 35 at g g gtgaca g atttgtattt jniiMnni t iiiim inmnniiiu ^ 

<*«y. 363 »^« t tca g c a e a g tC acgcatcac tg . at g aca g ggatacgttctaacit>cgca ^ 



5/21/03 II 24 AM 



RID= 1 05353Q268-026904-27289, 

http://www.ncbi.nIm.nih.gov^last/Blastxgl 

. M5 . ^«uimii i Mimi a i in , u ,, 1 1. ni i in i , , ,f a , ,f 



cgaatactgcaggcaataagaacacagtggaaagaggttatgt 60634 
Query: 603 atgtaaacatacttaaac 620 

ILlUllllllllllll 60652 

Score = 860 bits (434), Expect =0.0 
Identities = 572/618 (92%) 
Strand = Plus / Plus 

::: ::. sssssssbsse :::„ 

=: :::,. wms^iss^ ::;„ 

Query, 42 3 tcc a ta g9C aattt=,tc,tttt 9 caaac 9 tca 9 , g a, aatattacaaacscctagttt9 48J 
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R1D= 1053530268-026904-27289, 

http://www.ncbi.nlm.nih.gov/blast/Blast.cgi 
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Sbjct: 43054 tcc.t.ggc„ tt tc^ ^ 

Query: 483 ^f { C ^ 542 

Sbjct: 43X14 t*c.gcctacc.c^c^ 43173 

Query: 543 f^^^^f^^tactgaatactgcaggcaataagaacacagtggt 



, , , , , , , , | | | | - aagagtttatgt 602 



03 atgtaaacatacttaaac 620 
Sbjct: 43234 atctaaaaaticttaaic 43251 

□>2±I2^ Homo 

Length = 188672 one KFH-18C16 from 4, complete 

Score =1084 bits (547), Expect =0.0 
Identities = 604/623 (96%) 
Strand = Plus / Plus 

Query: 1 ffiffffffi^ 60 

Sbjct: 44621 atccttataccatataagtggccal!iica^^ 4468Q 

Query: 61 ffffifffffi"^ 120 
Sbjct: 44681 tcaaccattgccatgagccactgtaagcciaccgt^ 4474Q 




Query, 24 1 ffi^f««^J«»t^^ 300 
Sb 3 ct, ....X «e, 9 e g at g eca 9 caoattctc<=ttcccl^U^i^iiii^iii g iiiliii^ , 4920 
Query, , 01 ^f^^tt^tt™™^ .^^^^ ^ 
Sb 3 ct, 44 921 cc 9 t, 93tg a g a g , tt t gt »ttt=aca 9 iIiiailIi t iUU 5 i 9g iii,!yiliilll 44s60 
Query: 361 fftf^t^ ^ 

44S81 g «t t a g catttt ag c,ca g tc,c g i,;^ cg il^iil^iayi c iillil g iy 45040 

;l him «• 

caggcaatttcatcattttgcaaacgtcagagagaatattacaaacacctagtt 45100 



5/21/03 11 24 AM 



d=l 053530268-026904-27289, 

http://www.ncbi.nlm.nih.gov^last/BIast.c 

Query: 481 ffffffi^f^ 540 

Sbjct: 45101 tgtacagcctaccacgtttaggttatatggtaiiaccic^ 45160 

Query: 541 fft^^ 600 

Sbjct: 45161 ^gtactacattactatactgaatactgcaggciaia^ 4522Q 

Query: 601 9 ^ t ^^^ t ^ taaacata 623 
Sbjct: 45221 gtatgtaaacataattaiacata 45243 

Score =1037 bits (523), Expect =0.0 
Identities = 598/623 (95%) 
Strand = Plus / Minus 

Query: l ffiffffffif^^ 60 

Sbjct: 27487 -tccatataccatataagtggcca^^ ^ 

Query: 61 ff^Jfff^ 120 

Sbjct: 27427 tcaaccattgccatgagccac^^ 27368 

Query: 121 ffffj"^*^ 180 

Sb D ct: 27367 -acatttcatactcccatttgatacatticciagc^ 27308 

Query: 181 ^f^ff jfff^ 240 " 
Sb JCt: 27307 ^aagtggctcatattcgcaaagtctggigl^ 

Query: 24 1 y-agcgattccagcacattctccttccc 30o 

Sbjct: 27247 cccagcg.tgecagcac.ttc^ ^ 

Query: 301 ccat aggtt ^ ^ T TTTTTtTT TTTTT T^T ^ ^ ^^^^ ^ fc ^ 36 ° 



• 1 1 1 1 1 I T I T 1 1 1 ii i T 1 1 1 TTTTT i TTT 1 1 T 1 1 a " tcatt9aaactta 360 

Sbjct: 27187 etgtaggtgagagatttgtattt^^ 27128 



Query: 361 g ^f^Jf^-^ 42Q 

Sbjct: 27127 ^"tagcattttatcacagtcacgcgtcacigia^ 2?068 

Query: 421 ^f^««ttc.tc.« ^ 

Sbjct: 27067 "tccataggcaatttc.tcatt^^ 27008 



Query: 481 tgtac agcct ^^Jff a ^f f^-f ^tataacctctctctcctaggctacaaacct 540 



5/21/03 1 1 24 AM 



RIDfI 053530268-026904-27289, 

http://www.ncbi.n]m.nih.gov^Iast/Blast.cgl 
Sbjct: 27007 tgtacagcctaccacgtttaggttatatggcataacctctctctcctaggctacaaactt 26948 

Query: 601 gtatgtaaacatacttaaacata 623 
Score. 1029 bits (519), Expect . 0.0 

S^;,TiS (S5,K v«« <o*. 

Query, « ^»««"9"«9^«c^ 

3939 ^^=^l^Ccict^ictic^^ 

^m^^^^^nz. 

Query, 30! fffiffi«»Sf?"»9«^ 360 
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5/21/03 1 1*24 AM 



RTD=1 053530268-026904-27289, 

http://www.ncbi.nImnih.gov^ast/Blastcgi 

Query: 54! ?'9t««.c«ct.ct.t.^ 

Query: 601 gtatgtaaacatacttaaacata 623 
-W=t. S528 gUigraaaiacalUiallail ,s 5 0 

Score = 904 bits (456), Expect =0.0 
Identities = 579/620 (93%) 
Strand = Plus / Minus 

Query, l81 ^^|f««'*»^...«ct«.g,t« 24 „ 

Query, 361 9«tg.gc.tttc.o=.c.9t=.™c« cac tga.tgacagggatacgttctaacatatg 420 
-let. 44,32 c "U«gc!tttt!gt»c«gte!c»o!U»« 

Query, 42! ="="«9gca,tttc a tc,tttt ? c,,acgtc,gaga,aatattac a a.cacct,gtt 480 
443,2 

Query, 48! fffifW««==«ftt^ 

•dot. 44„!2 SSSM^MMIIimil^ 44753 
Query, 5 4! gtg tactacac f^Jf a "-^»««9=aggca,ta,g.acacagtggtaag,gt tt ,t 600 



of6I 



5/21/03 11 24 AM 



RID=I 053530268-026904-27289, 

http://www.ncbi.nIm.nih.gov/blast f BIastcgi 

Query: 601 gtatgtaaacatacttaaac 620 

Homo s , piens psc ciom EP5iM4j9 fM ^ 

Score - 1029 bits (519), Expect . 0.0 

! ery: !. . tn n n 1 1 1? i f1n?r???^nn?nn?rf^??-f??ff?-« t , 9 c, a cc 

- =' ssssses :::„ 

Query, sol gtatgtaaac.t.cttaaacat. 623 
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RTQ=105353j0268-026904-27289, 



http://www.ncbi.nlnxnih.gov/bIast/Blastcgi 



Score = 904 bits (456), Expect =0.0 
Identities = 579/620 (93%) 
Strand = Plus / Minus 



Query, , « c f""'«""M^cc.tttc,tttt^ 60 

ZZ' !L TiTTTT??rf?rTrTT??pnTTTTTTTTT??r 9t TT??T?f?T?f??t?rt^^^-f »• 

....x tc.,ec,tt g cc,t 9 . 9 c=,ctgt,g g =ciacca g «^^i^;i'-i^i t i g ;^ 99082 

Query: m ^»««»«^ 1M 
■Wot, ,,..1 SMJWUM^ 3S „ 22 

Query, 301 ^f^^ 360 
Query, 36, g ,t 420 
Query, 4 21 ="=ffi»W«"t=.tc.tt^ 480 

Query: 601 gtatgtaaacatacttaaac 6520 
«*«. 33,0, Maiii™ 98582 

D>ai ^^iP — <— " .K» HPU-, 161Da , compl 

Score = 1013 bits (511), Expect =0.0 
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5/21/03 11*24 AM 



RIDH053530268-026904-27289 



S?rand tie pi = (95%) ' Ga P S = ^23 (0%) 

Strand = Plus / Minus 



http://www.ncbi.nlmnih.gov/blast/BIastxgi 



r\-,,*^ -i ^ - 



...... .... ^ssi^^ss 

:::: :::. , heeh^ - 

Query: 60! gtatgtaaacatacttaaacata 623 

Sbjct- 91765 ill ' "IMMIIIIIMMI 
fojct. 91765 gtatgtaaacatacttaaacata 91743 

Score = 912 bits (460) , Expect =0.0 
Identities = 580/620 (93%) 
Strand = Plus / Plus 



Query : 1 



atcca 



tataccatataagtggccatttcattttgccttcttccaccaaatcttagcaacc 60 
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5/21/03 11 -24 AM 



RIEfe= 1 053530268-026904-27289, 

http://www.ncbi.nI^^nih.gov^]ast/Blast.cgi 

IT: IL 6 o NiTTTn|?riTTTiTTTT?TTTTTT?TTT?? 9t rTTrTTT?TTTiTT?rrT?" t T 9 T 120 

Sb D ct: 56260 tcaaccattgccatgagccactgtaggcctaccagctaiMwaaailigtltittgtal 56319 

Query: 121 a "^^tcataatcccatttgataaatttcc^ 180 
S bjCt: 56320 ii^li^^ 56379 

Query: 181 ^9^^ 240 
Sb jCt : 56330 S^c^ 56439 

Query: 241 ^ a ^ a "cc^ 300 
Sb.ct: 56 440 56499 

Query: 301 ccataggttagagatttgtatttcacagtacaacaatgttatggagqtcattaaaactta inn 

«... ;i; 59 

Query: 361 3«ff»f««tcag=,cagtcac g catcact ? a« 420 
■Hot. 5S5S 0 =Ii«tiUii^UliUUUiti^&« S 6619 

Query: 421 ca ^"taggcaatttcatcattttgcaaa^ 480 

Query: 481 tgtacagcctaccacgtttaggttatatggtata^^ 540 

Query: 541 gtgtactacactactatactgaatactgcaggcaataagaacacagtggtaagagtttat 600 

Query: 601 gtatgtaaacatacttaaac 620 
CK . . INI I I I I I I I I I I I I I I | 

Strjct: 56800 gtatctaaacatacttaaac 56819 

□ >2i[291Z P96jgbj AC13 8 916 . 3 L Homo sapiens chromosome 16 done RP11-629J1, comple 

Score = 1013 bits (511), Expect =0.0 
Identities = 596/623 (95%) , Gaps = 1/623 (0%) 
Strand = Plus / Minus 

Query: l a tcca ta taccatataagtggccatttcattttgccttcttccaccaaatcttaqcaacc 60 

■ ^, „„„ iMiiiiLiiiis : 71158 
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